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This project is carried out within the framework of the National Recovery and 

Resilience Plan Greece 2.0, funded by the European Union – NextGenerationEU 

(Implementation body: HFRI).  

Views and opinions expressed are however those of the beneficiaries only and do not 

necessarily reflect those of the European Union. Neither the European Union nor the 

granting authority can be held responsible for them.    
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Executive Summary 

Milestone 2.3 (Sequences of eDNA/eRNA) is connected to Task 2.2 of WP2. This 

milestone verifies the successful amplicon sequencing of the samples, targeting 

bacteria, protists, and fishes. The milestone is comprised of three fasta databases with 

unfiltered sequences clustered at >97 % similarity levels into Operational Taxonomic 

Units (OTUs), as described in D2.2. Next steps towards the next deliverables of the WP2 

include filtering of the OTUs to include sequences assigned to the targeted 

biocommunities.  
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